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Abstract

Basi cl (@ i(bixtkkL)Hr anscri ption factor-lsamwdesth tcroamrsgdrtiugtei dr ef &
plants, play an i mportant complex regulatory role in t
formation of bHLHhé amulposes hmhorTil abll eeryaitepradantcT.resear ct
nednHsLiHs TF fami |l y wil |l e ndaebpl teh au ncdoenrpsrteahnednisnigv eo fa ntdhiisn speci ¢
2 TsbHLH family memberis uwsnidn g apgheywloag eredt itcheamadlnyt o 21 sub
aracteristics. Then, the bHLH domaequl @teomry selreeme utr®sanagr
stribution were probed. |l icadadaodintiaona)] ywe spanfdof meddathend:
three gene tandems and 96 segment al duplications, whicl
fferentTsb Hdedinperse si sdectn t is fitinreasinssnasr id@ptt @b ase were selected to
across four distinct harvesting periods. Finally, we found
a the MEP pathway according toof hEskldrHe|l pdeneon and dtye rboppd m
Our findings provides basic information about TsbHLH TF f a
obHLdHenes in regulating the terpene synthesis.
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Table S1. Pri-gne€R. used in RT

Gene Forward P3&mer ( Reverse PRirdi)mer |
TsbHLFEF CTTCCGGGTTCTTTTCC TCTTCACTTTGGAAGCC
TsbHLFE ATCCGTAGCATCCCTTC TTAATGCGTCTGACTCTT
TsbHLH CACGTATGAAGCTGCTAC/ CAGGGAAGTTACCGTCC?A
TsbHLH AAGAAACTAAGCATTCCC TGACAAAAGCTGTTCCT
TsbHLH TTTACTCTTTGGGAGGAC GCATGTTGAATCACTGA/
TsbHLH ATGGACACTGCCTCTATC TGCTGACCGTTTTGAAC
TsbHLH CCACCAAGGAGAAGAAAT CAGGGACAAGTCTTTGA,
TsbHLH TCACGAAGAAACGACCC TTCCTCGACCTGCTTAA
TsbHLH TCTCAGATGACAACGGG/ ATACTTGGCACATTGGG™
TsbHLH AAGGCTCTGATCGAAAG CAAGTGCGGGGAAAGTA
TsbHLH CCACCAAAAACAGATGAA TTTCTGGACTTGAAGGT
TsbHLH GCGAAGGGAAAAGCTAAA GTCTCTAACTCTGCTCT
TsbHLH CAAAGAAATACAATGCCT GTCCCTTACAAGATCCTAA
TsbHLH ACCTCCTTTTTCCCAGT GAAGTTTTGCATGGGTT
TsbHLH GCATAAACAGATTCCAGT GTCCTCCGTTGTAGAAA
TsbHLH AACTCCAGATGTCGATG-?A CACGCTAGGAATGTGGAT
TsbHLH CAGTTGTTGAAAGCCATI AATGTTCTGTTCCCCTT
TsbHLH ATCCTTTCTCGACGAAGC ACTGATAGAGTAGAGGAC
TsbHLH AATCCTGCCTACCTTCC” TGGTTCTCCTTAGCCCA
TsbHLH TCAGATATTGGGCTAAGG TGAGATGGAAAGTGCGT
Ts MVD GAAGGACTGGGAAAAATT GCTGGCTCTGATTTTCT
Ts MDS AAGCTATCAGAACCAACC TGAGCTGCAATACTTCG,
TsHDR GGAACTCAAGCAATACCT TTCTTTCTCAACCAGCT
TsHDS ATATTGACGCTACGATGC ATGGTGAATTACAGGCA¢Y
TsFPPES CTCTTAGCCTTGCTCAT"™ TGACAGGCTAAAACCTT!
Ts GPPES GCTGTTGTTTCAGGTAG"™ CTTTGATCCTTCAATCC
TsTPSZ TAAGACAGCAGTCTTGG CAATTTACATACCTTCC

Ts Act i

TATGGTTGGTATGGGTCA

GTGTGATGCCAGATTTT!

I TS POTENTI AL
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Table S2. The physiological and Thi oscihneenmisciasl pr ope

Gene Gene | Chromo;ome Subce! ol Mw Prot GRAVI.nStaA.IipI
|l ocati on |l ocal i (Da) | end indel i nde

TsbHL Maker 00 Chro2 (391016 Nucleb5.:4977¢ 451 -0.6. 53.6 72.:%
TsbHL Maker 00 Chr03 (126080zExtrac9.:2034¢< 181 -0.5C 36.4 83.°¢t
TsbHL Maker 00 Chr©0OB3365638. . Nucle 8.:28467 259 -0.3€¢ 43.6 81. ¢
TsbHL Maker 00 Chr03 (13746091 Nucl e 8.:2841¢ 259 0.3t 43.6 82. ¢
TsbHL Maker 00 Chro4 (271855 Nucle 8.¢28382 259 -0.3&: 47.5 84.¢C
TsbHL Maker 00 Chr04 (340363 Extrac 7.¢2051: 182 -0.52Zz 38.2 79.:
TsbHL Maker00 Chro05 (183127% Nucleb5.71907¢ 169 -0.71 62.4 58.:
TsbHL Maker 00 Chr@0%43523. .9 Nucle 5.:19021 168 -0.7C 66.8 58.¢
TsbHL Maker 00 Chro06 (111551 Nucle9.¢1714¢ 153 -0.5. 52.2 66. ¢
TsbHLIMaker 00 Chr07 (3203609 Nucl e 5.:3827¢ 343 -0.8:. 58.8 62.¢
TsbHL Maker 00 Chro7 (515627 Nucle 6. :3590%f 322 0.7t 38.2 60
TsbHLIMaker 00 Chr07 (623802 Nucle 8.:27101 239 -0.4: 54.4 89.:
TsbHLIMaker 00 Chr07 (145316¢ Nucle6.:39657 361 -0.8€¢€ 52.5 66. ¢
TsbHLIMaker 00 Chr07 (145835¢ Nucle8.!4257¢ 384 0.6z 55.1 65.:
TsbHLIMaker 00 Chr07 (155837¢€¢€ Nucle®6.:2937¢ 255 -0.4€ 60.2 89.
TsbHLIMaker 00 Chr07 (182947¢ Nucleb5.913697C 336 -0.3! 58.7 86.1
TsbHLIMaker 00 Chr08 (141044 Nucle5.93568¢ 326 -0.4Z 56.4 86. ¢
TsbHLIMaker 00 Chr08 (299295 Nucle 9.:9787 86 -1.0C 64.0 74.¢
TsbHLIMaker 00 Chr08 (392256 Extrac 8.!5422¢ 474 -0.4¢ 67.9 89. ¢
TsbHLIMaker 00 Chr08 (515345 Nucle 8.¢4097% 370 -0.7" 47.6 57.¢
TsbHLIMaker 00 Chr(0B4720168. . Nucle7.72716¢< 239 -0.4f 61.1 90.1
TsbHLIMaker 00 Chr08 (158197CExtrac 9.:2022: 177 -0.4€¢ 45.5 95. 71
TsbHLIMaker 00 Chr08 (158562€¢ Nucle6.¢37347 337 -0.6¢ 32.7 68.¢C
TsbHLIMaker 00 Chr09 (1266127 Nucleb5.¢36631 329 -0.5% 59.7 73.°E
TsbHLIMaker 00 Chr09 (133559¢ Nucle®6.!2594(C 233 -0.6{ 48.1 66.¢&
TsbHLIMaker 00 Chr@©0b®3898548. . Nucle 4. ¢34917 304 -0.5C 53.1 73.7
TsbHLIMaker 00 Chr09 (145991¢ Nucle4.:36071 326 -0.47 55.1 69.¢€
TsbHLIMaker 00 Chr09 (150796CExtrac 6.:3050¢ 281 -0.5C 60.8 72.:
TsbHLIMaker 00 Chr09 (151660¢ NuclelO0.1484¢ 132 -0.5&: 55.8 81.:
TsbHLIMaker 00 Chr10 (356682 Nucle 6. ¢3179¢ 285 -0.57 49.1 65. ¢
TsbHLIMaker 00 Chr@#9351996. .. Nucled4.¢3502¢« 308 -0.4€ 63.5 75.1
TsbHLIMaker 00 Chr10 (500701 Nucleb5.¢2694: 243 0.5 49.8 71..
TsbHLIMaker 00 Chr10 (544855 Nucle 7.(2894¢ 259 -0.5! 68.8 74.:
TsbHLIMaker 00 Chr1l (466860 Nucle 5.723922 209 0.8 63.4 73.1
TsbHLIMaker 00 Chr11l (1141954Extrac 8.¢62692 561 -0.7ft 33.8 71.°¢t
TsbHLIMaker 00 Chr(1n2840940. . Nucle5.:38242 337 0.5% 59.8 76.°:¢
TsbHLIMaker 00 Chr11l (130842ZExtrac8.¢9705%7 860 -0.4¢ 57.1 84. !¢
TsbHLIMaker 00 Chr11 (131373:ZExtrac8.t3237: 281 -0.1¢ 51.6 107.
TsbHLIMaker 00 Chr11l (149854t Extracb.¢4220¢« 387 -0.5C 52.2 72.7:
TsbHLIMaker 00 Chr1ll (150530€ Nucle9.:2889¢« 259 -0.44 61.2 64..
TsbHLIMaker 00 Chr(117612619. . Nucle 6.(3607%f 321 -1.0:% 52.9 57.¢€
TsbHLIMaker 00 Chr12 (295527 Nucle9.:2887¢ 259 -0.41 57.1 65.°¢E
TsbHLIMaker 00 Chr1l12 (301850 Extracb5.¢4498¢ 411 0.6z 59.4 68..
TsbHLIMaker 00 Chri12 (488427 Nucle 5. 738932 346 -0.3¢ 58.1 88.7
TsbHLIMaker 00 Chr12 (490619 Extrac 6.¢7872C 709 -0.3¢ 55.5 86.¢C
TsbHLIMaker 00 Chr@®2086087..! Nucleb5.:37837 335 -0.5% 60.8 73.°¢€
TsbHLIMaker 00 Chr12 (687662 Nucle 6.(3665( 321 -0.27 54.E 80.'!
TsbHLIMaker 00 Chr12 (87821 Nucleb5.t3929¢ 348 -0.8C 49.7 63.:
TsbHLIMaker 00 Chr12 (142006¢ Nucleb5.¢2711% 239 -0.7C 60.0 73.¢
TsbHLIMaker 00 Chr13 (88460¢Extrac6.:35461 325 -0.2¢ 63.2 81.:
TsbHLIMaker 00 Chr@B3613555. . Nucle 6.:3823¢ 346 -0.5¢ 66.4 80. €
TsbHLIMaker 00 Chr13 (151330C Nucleb5.(37562 336 -0.77 54.6 71.¢
TsbHLIMaker 00 Chr13 (1825241 Nucleb5.752422< 461 -0.5€ 52.1 86. ¢
TsbHLIMaker 00 Chr13 (199568€¢ Nucle9.¢2007C 182 -0.82z 51.3 73.1¢
TsbHLIMaker 00 Chr13 (205744%: Nucle 7.¢4910¢ 443 -0.81 44.6 49.
TsbHLIMaker 00 Chr@368015. .3 Nucle8.!4708¢« 426 -0.7¢ 50.7 54.71
TsbHLIMaker 00 Chr14 (95619: Nucle9.:25727 231 -0.6€¢€ 57.9 72.¢
TsbHLIMaker 00 Chrl4 (300957 Nucle 6.¢5175(C 457 -0.5C 54.9 87. ¢
TsbHLIMaker 00 Chr14 (555474 Nucle5.¢3825¢ 343 -0.7¢ 52.8 70.'!
TsbHLIMaker 00 Chrl4 (6979709 Nucle 6.(3834( 346 -0.54 61.0 84.¢C
TsbHLIMaker 00 Chr14 (196632t Nucle®6.:¢27267 240 -0.5€¢€ 54.9 71.¢
TsbHLIMaker 00 Chrl5 (56647CExtrac 6.(8053f 743 0.5z 49.7 66.1
TsbHLIMaker 00 Chr15 (180034C Nucle9.029072 260 -0.4% 53.9 79.¢
TsbHLIMaker 00 Chr15 (199299¢ Nucle 6.¢3081¢ 288 -0.34 57.7 73.:
TsbHLIMaker 00 Chr15 (207233¢ Nucleb5.:3840%f 342 -0.6C 62.7 72..
TsbHLIMaker 00 Chrl1l6 (793052 Nucl e 5.:38481 343 0.6t 55.4 70.:
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Tabl d C9n16d.)

Gene Gene | Chromo;ome Subce! ol Mw ProtGRAVI.nstaA.IlpI

|l ocation |l ocal i (Da) | eng i ndel i nde
TsbHLIMaker 00 Chrl6 (148826 Nucle5.!3546(C 330 -0.4%: 59.6 72.:%
TsbHLIMaker 00 Chr16 (230205t Extrac6.:7847¢ 719 -0.61 50.6 58.:¢
TsbHLIMaker 00 Chr(l71484413. . Extrac 9.!6723% 603 -0.5. 46.2 81.:
TsbHLIMaker 00 Chr17 (117680CExtrac 9.!6437¢ 576 -0.51 46.4 82. ¢
TsbHLIMaker 00 Chr17 (2235504 Nucle®6.:4617C 410 -0.9€¢ 61.1 56.:
TsbHLIMaker 00 Chr18(1400482: Nucle 9.¢2792¢« 249 -0.3¢ 53.6 88.:
TsbHLIMaker 00 Chr18 (140976€¢€ Nucle@8.¢2151C 193 -0.6C 45.8 81. ¢
TsbHLIMaker 00 Chr@l®95410. .2 Nucle 6.¢5412¢ 479 -0. 47 40 77. 2
TsbHLIMaker 00 Chr19 (155021 Nucle5.:7144¢ 637 0.4 48.6 88.¢
TsbHLIMaker 00 Chr19 (183411 Nucl e 5.¢25141 225 0.6z 57.5 84.1
TsbHLIMaker 00 Chr19 (175520¢ Nucle8.76181¢ 563 -0.8¢ 51.1 59. 7
TsbHLIMaker 00 Chr20 (663717 Nucl e 8.¢6097¢ 555 -0.8€¢€ 54.7 60. ¢
TsbHLIMaker 00 Chr20 (982038 Extrac 9.:44247 400 0.6z 64.6 73.!¢
TsbHLIMaker 00 Chr20 (201435 Nucleb5.!7031<« 628 -0.37 51.6 88. 1
TsbHLIMaker 00 Chr20 (215326C Nucleb5.¢54397 481 -0.4¢ 40.1 78.:¢
TsbHLIMaker 00 Chr21 (2160314 Nucle 8.¢2185%f 194 0.0t 55.6 109.
TsbHLIMaker 00 Chr21 (422436 Nucle 9.02840¢ 245 -0.7¢ 58.6 69. %
TsbHLIMaker 00 Chr21 (436928 Nucle 9.!2891¢ 249 0.7t 59.3 70. ¢
TsbHLIMaker 00 Chr21 (763783 Nucle5.04787¢ 424 -0.4€ 61.9 80.C¢C
TsbHLIMaker 00 Chr21 (130156C Nucle8.:38242 355 -0.62z 52.8 58.71
TsbHLIMaker 00 Chr22 (128532¢€¢ Nucleb5.:47747 424 -0.6C 63.3 76.:¢
TsbHLIMaker 00 Chr22 (163601¢ Nucle 7.¢2669¢ 229 -0.8: 58.6 74.!
TsbHLIMaker 00 Chr22 (175270: Nucle8.12249C 201 -0.0: 54.7 107.
TsbHLIMaker 00 Chr23 (383403 Nucl e 5.!5070¢ 461 -0.44 48.5 77. ¢
TsbHLIMaker 00 Chr23 (758293 Extrac 7.:6331¢ 572 -0.6¢ 53.0 56.°¢
TsbHLIMaker 00 Chr23 (1191171 Nucleb5.:6450¢ 589 0.6z 53.7 66.71
TsbHLIMaker 00 Chr23 (121363t Nucleb5.:7374C 671 -0.6€¢€ 52.8 66.1
TsbHLIMaker 00 Chr23 (126460¢ Nucle®8.73599¢ 320 -0.4t 54.8 88. ¢
TsbHLIMaker 00 Chr23 (2166101 Nucle6.:5492Z2 502 -0.61 61.0 58.°¢E
TsbHLIMaker 00 Chr23 (219100C Nucleb5.¢6300C 578 -0.44 55.2 65.1
TsbHLIMaker 00 Chr23 (242059€¢€ Nucle6.(5546¢« 503 -0.51 46.3 73..
TsbHLIMaker 00 Chr23 (2574497 Nucleb5.:7640< 683 -0.67 65.3 73.¢C
TsbHLIMaker 00 Chr23 (280415¢Extrac 9. 7044¢ 632 -0.6!' 59.6 65.71
TsbHLFMaker 00 Chr23 (284212CExtracb5.¢8970¢ 797 -0.27 48.6 94.¢
TsbHLFMaker 00 Chr23 (285554¢ Nucle5.¢5458(C 491 -0.4€ 46.1 80. ¢
TsbHLFMaker 00 Chr23 (288135€¢€ Nucle6.:68201 615 -0.4E5 44.4 80.¢C
TsbHLFMaker 00 Chr23 (313442t Nucle®8.:15064¢ 462 -0.67 57.5 51.:
TsbHLFMaker 0O Chr24 (34907 Nucle5.(51382 458 -0.6C 47.2 80. ¢
TsbHLFMaker 00 Chr24 (81789¢ Nucle8.:5078¢€ 469 -0.6C 56.6 54.:
TsbHLIMaker 00 Chr24 (283597 Nucle 6.(68491 615 -0.4%t 43.4 79. ¢
TsbHLFMaker 00 Chr@3167947. .. Nucleb5.!5469% 491 -0.4€ 48.1 81.:¢
TsbHLFMaker 00 Chr24 (347731 Nucle 9.¢23541 207 -0.4% 56.5 88.":
TsbHLFEMaker 00 Chr24 (657287 Nucle5.!7638: 684 -0.6€¢ 62.9 70.1
TsbHLFEMaker 00 Chr24 (842502 Nucle 6. :5566< 505 -0.4: 46.5 80.¢C
TsbHLIMaker 0O Chr24( 1134927 Nucle©®6.:64417 589 0.6z 59.1 56.C¢C
TsbHLFEMaker 00 Chru9742445. . Nucle 9.¢3806¢ 331 -0.4€ 57.9 88. ¢
TsbHLIMaker 0O Chr24 (2010891 Nucleb5.!7326¢ 667 -0.67 52.1 66. ¢
TsbHLFEMaker 00 Chr24 (234606zExtrac7.¢6334(C 573 -0.72z 57.8 53.1
TsbHLIFEMaker 0O Chr24 (272708¢ Nucleb5.75058¢ 458 0.4t 49.9 78.¢
TsbHLIEMaker 0O Chr24 (2784371 Nucle8.¢2997f 268 -0.4€ 57.1 83. ¢
TsbHLItMaker 00 Chr2®65432. 6 Extrac5.¢4946:2 471 -0.5! 43.7 65.1
TsbHLFMaker 00 Chr25( 424391 Nucle5.:2560% 222 -0.5&¢ 61.4 79.'!
TsbHLFEMaker 00 Chr25 (1515142 Nucle9.:5820¢ 520 -0.34 67.0 86. ¢
TsbHLFEMaker 00 Chr26 (697002 Nucle 9.(54452 489 0.2z 66.7 91.1
TsbHLFMaker 00 Chr26 (705805 Nucle9.:5305Z2 475 -0.2° 68.2 89.°tE
TsbHLFMaker 00 Chr2¥8749485. . Nucle5.:17041 149 -0.3: 58.4 91.¢
TsbHLFEMaker 00 Chr27 (828517 Nucle 6.:¢3337% 302 0.91 58.0 59.:
TsbHLFMaker 00 Chr27 (179581¢C Nucl e 5.:3500C 319 -0.71 62.4 59.¢C
TsbHLFEMaker 00 Chr27 (209701¢ Nucleb5.:39047%7 361 0.7t 52.4 64.
TsbHLFMaker 00 Chr27 (217057¢ Nucle 9.:38421 342 -0.4%¢ 39.¢: 72.¢€
TsbHLFEMaker 00 Chr@2Z22133992. . Nucleb5.:¢65242 573 -0.67 44.2 76. ¢
TsbHLFMaker 00 Chr28 (142392 Nucle 7. 73747¢ 336 -0.37 46.9 80.C¢
TsbHLFEMaker 00 Chr28 (204200 Nucle5.04258C 391 -0.7. 57.5 63.¢
TsbHLFMaker 00 Chr28 (297205 Extrac 6.:26131 240 -0.6¢ 47.4 65.¢C
TsbHLFEMaker 00 Chr28 (459858 Nucle6.:2801¢ 251 -0.7¢ 61.9 60. 2
TsbHLFMaker 00 Chr@28172882. .: Nucle 6. {3344 302 -0.9C 58.5 61.¢
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